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Lake-type. In May and August, 2009, 2 HPAIV(H5N1) were iso-
lated from wild birds (whooper-swan and bar-headed goose)
at Doitiin tsagaan and Duruu Lakes. These viruses were clas-
siﬁed into the clade 2.3.2. The IVPI was high /2.97-3.00/.
Also we isolated 21 LPAIVs in 2007 and 2008. The sub-
types were H3N8(11), H4N6(4), H7N7, H7N9, H3N1, H3N2,
H4N2 and H10N6. The viruses were related with the Euro-
Asia lineage. In 2009, 7 LPAIVs were isolated from wild
birds (whooper-swan, ruddy-shelduck, Mongoliangull, mal-
lard and gadwall) in Central and Eastern Provinces. The
subtypes were H3N8(3), H10N6(3) and H4N6.
Conclusion: We isolated 4 HPAIVs and 28 LPAIVs from wild
birds in Mongolia genetically related to the Euro-Asian AIVs.
All HPAI outbreaks were restricted to the wild birds in north-
central Mongolia. The phylogenetic differences of the H5N1
isolates from 2005, 2006 and 2009 indicate that the role of
the migratory birds in Mongolia in the AIV mutation should be
clariﬁed. Therefore, it is necessary to continue the research
on avian inﬂuenza in Mongolia.
doi:10.1016/j.ijid.2010.02.1846
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Background: The migratory birds represent the main vec-
tor of Orthomixovirus and Paramyxovirus in nature, spread
among birds in temperate regions. They have been reported
circulating among Antarctic penguins through serological
surveys, especially in Adelie penguins (Pysoscelis adeliae)
of eastern Antarctica. The Magellanic penguins (Sphenis-
cus magellanicus) are distributed on the southern shores
of South America. Their breeding colonies were distributed
from the coast of Chile to the Peninsula Valdez in Argentina,
on the southern tip of South America. This penguin performs
migration to the north, and such shift is an annual event
considered characteristic of the species. The birds breed in
colonies north of its distribution, as in the southern coast of
Brazil, where they stay in the winter. Some individuals have
demonstrated irregular movements that may occur with or
in large numbers, causing errant individuals. It is believed
that for this reason this species have reached the Northeast
of Brazil in 2008 and made an unusual situation.
Methods: We analyzed the presence of Orthomixovirus
and Paramyxoviruses in penguins captured on the coast of
the Espírito Santo state, Brazil, due to the increasing num-
ber of species in the region in 2008. Were inoculated into
the allantoic cavity embryonated fowl eggs suspensions of
73 cloacal swabs taken from live migratory penguins at
Brazilian Southeast Coast, between September - October
2008. The allantoic ﬂuids were tested for haemagglutination
activity (HA). In samples with positive HA, we performed
hemagglutination inhibition (HI) test against antibodies to
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1N1, H2N2, H3N8, H7N7, and Newcastle disease virus
NDV). Neuraminidase ativity (NA) assay was performed to
haracterized the isolates. Were perfomed a RT-PCR to pro-
ein M of Inﬂuenzavirus and L protein of broadly range of
aramyxovirus.
ample FMP(ua) FMi (ua) TI
DV(+) 16394.46 444.89 41,34
6 23659,12 1273.81 18,57
0 25118,95 1893,23 13,26
4 25248.39 1343.51 18,79
6 25018,11 610.98 40,94
7 26148.81 2500 10,45
19 23635.86 1494,16 15,B1
29 26903.40 1890 14,23
39 25262.89 818.95 30,84
NA activity and inhibition by DANA of penguins isolates.
Results: Our results shown that 9 samples (12%), were
ositive by haemaglutination test, but no inhibition by
nﬂuenza sera observed. Partial inhibition by NDV serum
as observed in all samples. All samples presents NA activ-
ty. All samples ampliﬁed L protein gene of Paramyxovus
Avulavirus), demonstrating a strong band of 500 bp on
garose gel.
Conclusion: Our results shown that Avulavirus is present
n these birds and may cause diseases on this species, con-
ributing to clinical deterioration of the animals.
oi:10.1016/j.ijid.2010.02.1847
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oultry farmers’ response to AI outbreak and its control
n Indonesia
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Background: AI outbreak in Indonesia had started since
ugust 2003 up to now. GOI continuously try to con-
rol it by introducing 9 strategies on bio-security policies,
or instance, vaccination, depopulation, transportation and
rading of poultry products. Poultry industry development
rovides employment for villagers and it is very important
or low income villagers, in particular poultry rearers in sec-
or IV.
Methods: In order to observe socio economic impacts of
I outbreak in sector IV, survey had been implemented in
hree provinces in Indonesia in early 2008.
Results: Results indicated that in general farmers did not
now the 13 symptoms as overall AI symptoms. Overall only
.6 percent of the respondents knew all of the AI symptoms.
his knowledge was very low and, therefore, they could not
eal with AI outbreak properly. Overall, only 25.1 percent
f the respondents knew all of the seven items relating with
ontrol measures as (i) stamping out, (ii) vaccination, (iii)
praying disinfectant (iv) isolation, (v)) burning, (vi) com-
ensation and (vii) provide antibiotic, while the rests knew
nly some of the items. The higher the disease attack the
maller the percentage of the respondents knew all items of
I outbreak prevention. Most farmers conducted vaccination
65.3 percent). Only few smallholders in West Java applied
